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Research activity

Construction of the KEGG
database (KEGG API, EGENES,
OC, KGML)

Evolution of the protein
domain architectures.

Biology of the Apicomplexa
(Plasmodium, Theileria and
Toxoplasma) and Arthoropoda
(Dermatophagoides and
Leptotrombidium)
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In BioHackathon 2010

[0 Integration of KEGG and other
HABITAT biological databases by the
Semantic Web technology

L1 Construction of RDFs for the
meta information (e.g. habitat)

of the currently available
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